Structural changes underlying allostery in group II chaperonins.
The ATP-dependence of folding chamber closure in the 16-subunit homo-oligomeric chaperonin from archaea Methanococcus maripaludis (Mm-cpn) has been studied by single particle cryo-electron microscopy (Zhang et al., 2011). ATP binding alone causes a rigid body rotation of ~45° and slight closure of the cavity, but full closure requires ATP hydrolysis.